While human Dicer is able to process long double-stranded RNA (dsRNA) as well as premiRNAs, the two pathways are separated in Drosophila ( Figure   1 ). Here, Dicer-2 does not play a role in miRNA biogenesis, but is required to cleave long dsRNAs into short interfering RNAs (siRNAs), which are then assembled into siRISCs ( Figure  1A ). Dicer-1 processes premiRNAs and loads the resulting miRNAs into miRISC containing Ago-1 ( Figure 1B) . However, Dicer-1 also seems to be required downstream of siRNAproduction in siRISC assembly [10] [11] [12] 
1). Here, Dicer-2 does not play a role in miRNA biogenesis, but is required to cleave long dsRNAs into short interfering RNAs (siRNAs), which are then assembled into siRISCs ( Figure  1A ). Dicer-1 processes premiRNAs and loads the resulting miRNAs into miRISC containing Ago-1 ( Figure 1B) . However, Dicer-1 also seems to be required downstream of siRNAproduction in siRISC assembly [10] [11] [12] . It has been shown that the activities of Drosha and Dicer-2 absolutely depend on the auxiliary dsRNA binding domain (dsRBD) proteins, Pasha and R2D2, respectively [ [20] , of which all pre-miRNAs fold into precursor hairpins which do not share common sequence motifs. So how does the Dicer-1-Loqs complex specifically recognize its substrates? By now, this question cannot be answered. Analyses of the double-stranded stem as well as the terminal loop structure of pre-miRNAs will make it possible to elucidate the precise molecular mechanism of substrate recognition. Etd1 is an essential gene: both the etd1 mutation and a null give rise to elongated, multinucleated cells which resemble mutants with defects of the SIN or contractile ring. Unfortunately, etd1p's sequence gives no clue to its biochemical function, and there are no obvious homologs in other eukaryotes.
GFP-tagged etd1p localises to the cell cortex in interphase, with a bias for the growing cell tips. Though it lacks any obvious membrane-targeting sequences, the protein seems to associate with sterol-rich membrane domains. At the onset of mitosis it forms a broad band overlying the
